Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.035; wR factor = 0.108; data-to-parameter ratio = 10.8.
Data collection
Enraf-Nonius CAD-4 diffractometer 4399 measured reflections 3561 independent reflections 2309 reflections with I > 2(I) R int = 0.011 2 standard reflections every 120 min intensity decay: none Refinement R[F 2 > 2(F 2 )] = 0.035 wR(F 2 ) = 0.108 S = 1.02 3561 reflections 329 parameters All H-atom parameters refined Á max = 0.23 e Å À3 Á min = À0.16 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C10-C15 phenyl ring. (ii) Àx þ 1; Ày þ 2; Àz; (iii) Àx; Ày þ 2; Àz þ 1.
Data collection: CAD4 (Schagen et al., 1988) ; cell refinement: CAD4; data reduction: XCAD4 (Harms, 1997); program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
Comment
The adjacent molecules are combined into ribbons along a-axis by hydrogen bonds between neighbouring amide groups ( Fig. 2) . These ribbons are linked by T-shaped C-H···π interactions between phenyl substituents. Of interest, secondary amine hydrogen atom NH does not participate in hydrogen bonding. Experimental 1.134 g (10.69 mmol) of benzaldehyde, 1.410 g (10.68 mmol) of L-asparagine and 2.000 g (10.68 mmol) of N-benzylmaleimide were stirred at 140°C in 30 ml of DMF under an inert atmosphere during 4 h. After cooling to room temperature the reaction mixture was concentrated on rotary evaporator. The residue was chromatographed on silica gel 60 (particle size 0.040-0.063 mm) using CHCl 3 -MeOH (40: 1) as eluent. 
Refinement
All hydrogen atoms were located in a difference Fourier map and refined with isotropic thermal parameters. 
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Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C10-C15 phenyl ring. 
